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322 










85 










90 










95 






324 


ttc 


gec 


gta 


ctt 


aat 


gcg 


gac 


aat 


tta 


aac 


ate 


gec 


acg 


aac 


teg 


cag 


336 


325 


Phe 


Ala 


Val 


Leu 


Asn 


Ala 


Asp 


Asn 


Leu 


Asn 


He 


Ala 


Thr 


Asn 


Ser 


Gin 




326 








100 










105 










110 








328 


etc 


aac 


gag 


tac 


tgc 


ttg 


tct 


gac 


gaa 


gca 


tta 


cag 


gcg 


eta 


agg 


gca 


384 


329 


Leu 


Asn 


Glu 


Tyr 


Cys 


Leu 


Ser 


Asp 


Glu 


Ala 


Leu 


Gin 


Ala 


Leu 


Arg Ala 




330 






115 










120 










125 










332 


tat 


gga 


acg 


gaa 


ggc 


ttc 


gag 


gaa 


tct 


ctt 


gta 


gtc 


ttt 


ctt 


gat 


gaa 


432 


333 


Tyr Gly Thr Glu 


Gly 


Phe 


Glu 


Glu 


Ser 


Leu 


Val 


Val 


Phe 


Leu 


Asp 


Glu 




334 




130 










135 










140 












336 


gca 


teg 


aag 


gcg 


gtt 


aaa 


gcg 


cga 


gcg 


gaa 


get 


etc 


cag 


get 


gcg 


atg 


480 


337 


Ala 


Ser Lys Ala 


Val 


Lys 


Ala 


Arg Ala 


Glu 


Ala 


Leu 


Gin 


Ala 


Ala 


Met 




338 


145 










150 










155 










160 




340 


ate 


tct 


gtc 


gat 


etc 


cct 


ggt 


ggc 


gag 


gaa 


ttt 


ctg 


etc 


teg 


cct 


gec 


528 


341 


He 


Ser 


Val 


Asp 


Leu 


Pro 


Gly 


Gly Glu 


Glu 


Phe 


Leu 


Leu 


Ser 


Pro 


Ala 




342 










165 










170 










175 






344 


ggg 


cag 


aat 


cca 


ttg 


ctg 


aag 


aag 


atg 


gtc 


gaa 


gag 


ttt 


gtg 


ccg 


cga 


576 


345 


Gly Gin Asn 


Pro 


Leu 


Leu 


Lys 


Lys 


Met 


Val 


Glu 


Glu 


Phe 


Val 


Pro Arg 




346 








180 










185 










190 








348 


ttt 


gca 


cct 


cgc 


teg 


acg 


gtg 


etc 


tac 


etc 


ggg 


gat 


act 


cgt 


gga 


aag 


624 


349 


Phe 


Ala 


Pro Arg 


Ser 


Thr 


Val 


Leu 


Tyr 


Leu 


Gly 


Asp 


Thr 


Arg 


Gly Lys 




350 






195 










200 










205 










352 


cat 


tec 


eta 


ttc 


gaa 


cga 


gag 


ate 


ttt 


gaa 


gag 


gtg 


etc 


ggc 


ctg 


act 


672 


353 


His 


Ser 


Leu 


Phe 


Glu 


Arg 


Glu 


He 


Phe 


Glu 


Glu 


Val 


Leu 


Gly 


Leu 


Thr 




354 




210 










215 










220 












356 


ttc 


gac 


ccc 


cat 


ggt 


cga 


atg 


ccg 


gac 


ctt 


att 


etc 


cat 


gac 


gaa 


gtt 


720 


357 


Phe 


Asp 


Pro 


His 


Gly 


Arg 


Met 


Pro Asp 


Leu 


He 


Leu 


His 


Asp 


Glu 


Val 




358 


225 










230 










235 










240 




360 


cgt 


ggg 


tgg 


ctt 


ttc 


ctt 


atg 


gag 


gec 


gtg 


aaa 


agt 


aaa 


ggt 


ccg 


ttt 


768 


361 


Arg Gly Trp Leu 


Phe 


Leu 


Met 


Glu 


Ala 


Val 


Lys 


Ser 


Lys 


Gly 


Pro 


Phe 




362 










245 










250 










255 






364 


gat 


gag 


gag 


egg 


cat 


cgc 


age 


ctg 


caa 


gag 


eta 


ttc 


gtt 


aca 


cct 


tea 


816 


365 


Asp Glu Glu Arg 


His 


Arg 


Ser 


Leu 


Gin 


Glu 


Leu 


Phe 


Val 


Thr 


Pro 


Ser 




366 








260 










265 










270 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/668 , 047A 



DATE: 02/24/2005 
TIME: 12:03:10 



Input Set : A:\NEB-232.ST25.txt 

Output Set: N:\CRF4\02242005\J668047A.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:8; N Pos . 3,12 
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VERIFICATION SUMMARY DATE: 02/24/2005 

PATENT APPLICATION: US/10/668 , 047A TIME: 12:03:10 

Input Set : A:\NEB-232.ST25.txt 

Output Set: N:\CRF4\02242005\J668047A.raw 

L:554 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 after pos . : 0 
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